In the title compound, C 22 H 18 N 8 ÁH 2 O, the dihedral angle between the tetrazole rings is 69.58 (1) while the terminal phenyl ring makes dihedral angles of 26.98 (8) and 39.75 (8) with the other benzene rings. The rings of the biphenyl unit subtend a dihedral angle of 55.23 (8) . In the crystal, the solvent water molecule is linked to the main molecule via an N-HÁ Á ÁO hydrogen bond. In addition, C-HÁ Á ÁN and O-HÁ Á ÁN hydrogen bonds link the components into chains along [010] . The crystal structure also features C-HÁ Á Á andinteractions, with centroid-centroid distances of 3.6556 (9) and 3.826 (1) Å .
Related literature
For general background to biphenyl derivatives, see: Li et al. (2011); Tomori et al. (2000) . For the synthesis and biological activity of tetrazole derivatives, see: Kamble et al. (2011) ; Rao & Babu (2011) . For biological properties of tetrazole-derivatized biphenyl moieties, see : Zhang et al. (2008) ; Wang et al. (2010) ; Reddy et al. (2007) . For related structures, see : Zhang et al. (2004) . For the extinction correction, see: Larson (1970) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1, Cg3, Cg4 and Cg5 are the centroids of the C6/N2-N5 tetrazole ring, the C8-C13 benzene ring, the C15-C20 benzene ring and the C21/C22/C28-C31 benzene ring, respectively. Symmetry codes: (i) x; y þ 1; z; (ii) x; y À 1; z; (iii) x; Ày þ (Li et al., 2011; Tomori et al., 2000) . As the tetrazole moiety functions as a carboxylic acid biostere that imparts the greater metabolic stability and increased absorption relative to the carboxylic acid. Tetrazole linked biphenyl moiety is the building block of all the Antihypertensive saratans (Rao & Babu, 2011; Reddy et al., 2007; Wang et al., 2010; Zhang et al., 2008) . (Table 1 ). In the structure, all bond lengths and angles are within normal ranges (Kamble et al., 2011; Zhang et al., 2004) . The crystal packing shows stack the molecules along the b axis (Fig. 2) . 

Refinement
The H atoms were all located in a difference map, but those attached to carbon atoms were repositioned geometrically, with N-H = 0.91 Å, O-H = 0.83 Å and 0.96 Å, C-H = 0.93-0.98 Å for aromatic H and C-H = 0.97-0.99 Å for methylene H and refined using a riding model with U iso (H) = 1.2U eq (C) for aromatic and methylene H.
Computing details
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001 ); data reduction: SAINT (Bruker, 2001 );
program(s) used to solve structure: SIR92 (Altomare et al., 1994 ); program(s) used to refine structure: CRYSTALS (Betteridge et al., 2003) ; molecular graphics: ORTEP-3 (Farrugia, 2012); software used to prepare material for publication: CAMERON (Watkin et al., 1996) . The molecular structure of the title compound. Displacement ellipsoids are drawn at the 50% probability level. Hydrogen atoms are shown as spheres of arbitrary radius.
Figure 2
Crystal packing for the title compound with hydrogen bonds drawn as dashed lines.
5-{4′-[(5-Benzyl-2H-tetrazol-2-yl)methyl]biphenyl-2-yl}-1H-tetrazole monohydrate
Crystal data 
) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F
2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) x, y+1, z; (ii) x, y−1, z; (iii) x, −y+1/2, z+1/2; (iv) −x+2, −y+1, −z+1; (v) −x+1, y−1/2, −z+1/2; (vi) x, −y+1/2, z−1/2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
